Application No. National Phase of PCT/EP2004/008683 Docket No.: 13477-00002-US 

First Preliminary Amendment dated February 10, 2006 

AMENDMENTS TO THE SPECIFICATION 

Please delete the sequence listing from the published international application and replace 
with the sequence listing submitted on compact disc enclosed herewith. 

In the specification at page 1, after the title and before line 3, please insert the following: 
~ RELATED APPLICATIONS 

This application is a national stage application (under 35 U.S.C. 371) of 
PCT/EP2004/008683 filed August 3, 2004 which claims benefit of European patent application 
03018266.1 filed August 11, 2003. 

SUBMISSION ON COMPACT DISC 

The contents of the following submission on compact discs are incorporated herein by 
reference in its entirety: two copies of the Sequence Listing (COPY 1 and COPY 2) and a 
computer readable form copy of the Sequence Listing (CRF COPY), all on compact disc, each 
containing: file name: Final Sequence list- 13477-00002-US, date recorded: February 10, 2006, 
size: 166 KB. - 

In the specification at page 72-73, please replace Table 3A with the following amended 
Table 3A: 
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Table 3A. Overview of markers used for mapping Rpiblb2 
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' Ori: Orientation of the primer; F: forward primer; R: reverse 
jrimers 

!) a: ARG95-3, b: ARP96-1 1 , c: B6a 
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In the specification at page 74, please replace Table 3B with the following amended 
Table 3B: 



Tabel Table 3B. Overview of primers used for mapping Rpi-blb2 
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1 } N=A+T+G+C, S=G+C,W=A+T 

In the specification at page 79 line 21, please replace the paragraph starting with "Figure 
13" with the following amended paragraph: 

Figure 13. Nucleic acid sequences coding for the Rpi-blb2 gene. A. Coding nucleic acid 
sequence of the Rpi-blb2 gene (SEO ID NO: 1) . B. Coding nucleic acid sequence of the Rpi-blb2 
gene including the intron sequence (position 43-128) (SEO ID NO: 3) . C. Sequence of the 7967 
bp Sau3AI genomic DN A fragment of ARD 1197-16 BAC 211 present in p211F-C12 (SEO ID 
NO: 5) , one of the two the genetic constructs used for genetic complementation for late blight 
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resistance. The genomic fragment harbours the Rpi-blb2 gene including natural regulatory 
elements necessary for correct expression of the gene. The initiation codon (ATG position 1546- 
1548) and the termination codon (TAG position 5433-5435) are underlined. D. Sequence of the 
9949 bp Sau3AI genomic DNA fragment of S. bulbocastanum 2002 BAC BlbSP39 present in 
pSP39-20 (SEP ID NO: 6) , one of the two the genetic constructs used for genetic 
complementation for late blight resistance. The genomic fragment harbours the Rpi-blb2 gene 
including natural regulatory elements necessary for correct expression of the gene. The initiation 
codon (ATG position 1413-1415) and the termination codon (TAG position 5300-5303) are 
underlined. 

In the specification at page 79 line 36, please replace the paragraph starting with "Figure 
14" with the following amended paragraph: 

Figure 14. Putative Rpi-blb2 gene structure and deduced Rpi-blb2 protein sequence. A, 
Schematic representation of the Rpi-blb2 gene structure. Horizontal lines indicate exons. Open 
boxes represent coding sequence. Lines angled downwards indicate the positions of intron 
sequences. B. Deduced Rpi-blb2 protein sequence (SEP ID NO: 4) . The amino acid sequence 
deduced from the DNA sequence of Rpi-blb2 is divided into three domains (LZ, NBS and LRR). 
Hydrophobic residues in domain A that form the first residue of heptad repeats of the potential 
leucine zipper (LZ) domain are underlined. Conserved motifs in R proteins are written in 
lowercase and in italic in the NBS domain. Residues matching the consensus of the cytoplasmic 
LRR are indicated in bold in the LRR domain. Dots in the sequence have been introduced to 
align the sequence to the consensus LRR sequence of cytoplasmic LRRs. 

In the specification at page 80 line 8, please replace the paragraph starting with "Figure 
15" with the following amended paragraph: 

Figure 15. Alignment of the deduced protein products encoded by Rpi-blb2 (SEP ID NO: 4) , 
Mi-1.1 (SEP ID NO: 8) and Mi-1.2 (SEP ID NO: 10) . The complete amino acid sequence of 
Rpi-blb2 is shown and amino acid residues from Mi-1.1 and Mi-1.2 that differ from the 
corresponding residue in Rpi-blb2. Dashes indicate gaps inserted to maintain optimal alignment. 
Amino acid residues that are specific for Rpi-blb2, when compared to those at corresponding 
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positions in Mi- 1.1 and Mi- 1.2 are highlighted in bold and red. The regions of the LRRs that 
correspond to the P-strand/(3-turn motif xxLxLxxxx are underlined. Conserved motifs in the NBS 
domain are indicated in lowercase. A vertical line indicates the division between CC-NBS and 
LRR region. The position of the VLDL motif which is conserved in the third LRR of many plant 
R proteins but not in Rpi-blb2 is indicated by a shaded rectangle. 

In the specification at page 80 line 19, please replace the paragraph starting with "Figure 
16" with the following amended paragraph: 

Figure 16. CLUSTAL W (1.82) Multiple Sequence Alignments of Mil. 1 (SEP ID NO: 7), 
Mi 1.2 (SEP ID NO: 9) and Rpi-blb2 (SEP ID NO: \) nucleic acids. 

In the specification at page 80 line 22, please replace the paragraph starting with "Figure 
17" with the following amended paragraph: 

Figure 17. CLUSTAL W (1.82) Multiple Sequence Alignments of Mil. 1 (SEP ID NP: 8), 
Mil.2 (SEPIDNP: 10) and Rpi-blb2 (SEPIDNP: 2) proteins. 
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